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Crystal structure of (S)-pipecolic acid
(2R,3R)-tartrate, C,,H,;NOy
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Source of material: Title compound was prepared by resolution of (R,5)-
pipecolic acid with (2R,3R)-tartaric acid and recrystallized from ethanol.
M.p. 1827

The piperidine ring has a chair conformation with the carboxyl group in
the equatorial position, as observed in (R.S)-pipecolic acid tetrahvdrate
(see ref. 1). The amino group of pipecolic acid and one carboxyl group of
tartaric acid are charged.

Orthorhombic, P2,2,2, (no 19), a=18.627(3), b=9.064(3), c=
7.600(3) A, V=12831A% Z=4,0,=1.400g-cm 3, R =0.045.
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Table 1. Parameters used for the X-ray data collection

Diffractometer Number of unigue
type: Philips PW 1100 reflections: 1325
Wave length: Mo K, radiation Criterion for unob-
(0.7107 A) served reflections:  F, < 5a(F,)
Crystal size 025 = 015=0.25 Mumber of refined
characteristics: mm parameters: 237
Temperature of Scan mode; 2
medasurement : MIK L 083cm™!
20 0" Structure solution
program used; SHELX
—

Table 2. Final atomic coordinates and displacement parameters (in A%)
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Further details of the structure determination (e.g. structure factors) have been deposited within
the relevant database and can be accessed as Collection MNo. 320355 or ordered from the
Fachinlformationszentrum Karlsruhe, D-7514 Eggensicin-Leopoldshafen.
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